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The global warming hypothesis

Unknown other

ecological reservoirs

Marine fungus?

• Osmotolerance

• Andaman’s findings

• Colonisation sources

• Coastal outbreaks

• Phylogeny clues

C. haemulonii isolated in:

• Gut of Haemulon sciurus

• Portugal seawater (1962), Indian seawater (2011)

• Soft coral Palythoa variabilis, Brazil 2016

• Skin of a Dolphin (unknown species) in Suriname

• Pool with bottlenose dolphins (Tursiops truncatus)

• Aquaculture in shrimps
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Microbiological identification

• Culture (fungal and chromogenic media)

• PCR (screening)

• Gene sequencing and phylogenetic analysis
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